Canine-mediated rabies is a serious zoonosis, responsible for at least 60,000 human deaths per year. The disease is caused by Lyssavirus genotype I, which is endemic in domestic dog populations, particularly in Asia and Africa where dogs are free-roaming. There is increasing evidence that the majority of free-roaming domestic dogs are owned; with human-mediated movement of dogs (some of them infected) contributing to the spatial spread of rabies and local persistence through reintroductions. The spatial spread of rabies through the translocation of dogs by people has been demonstrated in South Africa and Thailand using molecular epidemiological techniques. These studies have improved our understanding of the role of human behaviour and interference in conspecific transmission of this important zoonosis. Understanding the transmission dynamics of the virus is essential for its control; however, the spatial dynamics of canine rabies is poorly quantified in Cambodia, where the burden of rabies is substantial. Therefore, we will undertake phylogenetic and phylogeographic analysis of viral surveillance data from Cambodia to inform control programmes. These analyses may be combined with local-level contact tracing and ecological data to generate a more complete picture of conspecific transmission dynamics involving human interference in the region.
